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RAPD Analysis for Gardenia jasminoides and Relatives

GE Fei
Jiangzi College of Traditional Chinese Medicine , Nanchang 330006

Abstract: Objective: To probe relative relationship among Gardenia jasminoides ,its varietas( G . jasminoides Ellis . var . radicans and
G . jasminoides Ellis . var . fortuniana)and its forma( G . jasminoides Ellis. f. longicarpa ) . Methods: RAPD analysis for samples of
Gardenia jasminoides and relatives were performed by 12 random primers screened from 56 Proximity matrix was analyzed by SPSS
version 10.0 software and rescaled distance cluster combine was obtained by cluster analysis within groups.Results: A total of 251
polymorphic loci were amplified. It showed that Gardenia jasminoides were clustered with G . jasminoides Ellis . var . fortuniana at
first, then with G.jasminoides Ellis. f. longicarpa , and with G . jasminoides Ellis. var . radicans at last. Conclusions: Among sam-
ples, Gardenia jasminoides was the closest relative to G.jasminoides Ellis. var. fortuniana, and most distant relative to
G . jasminoides Ellis . var . radicans .
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mL EP B, i AR 2934 4 40 )5 Rl 7 WR e L 408, S D
JA 500 pL 2 X CTAB £ B 28w W [CTAB2% , Tris — HCl
(pH8.0) 100 mmol - L', EDTA20 mmol - L™, NaCl1.4
mol L™, & Z. 85 2% 11 20 pL FEZ 82,60 TRIBIRIE 1
NETIE A ST - RIRER(24 1)HR, B HEIE 5,1 000 0
remin” B0 10 min, BB EER , WA S A CTAB &
W [CTAB1 % , Tris — HCl(pH 8.0)50 mmol-L !, EDTA10
mmol' L™, HEZEB 1%],FEB TFTHE 0.5 ML |,
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PR (LR 3)MREWNRE (LA 2).
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GTGACGTAGG
AAGCCCGAGG
AAAGTGCGGC
ACCGCCTGCT
GGACAACCAG
TTTGGGGCCT
GGACGTTGAG
ACCGTTCCAG
CTGGACGTCA
CCGACAAACC
GGGAGACATC
CCAGGAGAAG
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1 SR 2HBMEMARRN0.421, 45 1 585 4 MR
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